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Model equations for myocardial perfusion studies with
[1-11C]Acetate PET

1-tissue compartment model (1,2,3) is employed as:
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E, f and K1 are related as
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Symbol Description Unit

C1 Tracer concentration in myocardial region kBq ml-1

Ca Tracer concentration in blood without metabolite kBq ml-1

Cm Tracer concentration in blood including metabolite kBq ml-1

K1 Tracer exchange rate ml ml-1min-1

k2 Tracer exchange rate min-1

Va Arterial blood volume; volume of arterial vascular space
(including the spill-over
from the chamber) in ROI

ml ml-1

f Regional MBF ml min-1 ml-1

E Extraction fraction

K1

k2

Ca C1



Input function metabolite correction is performed by equation
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, where t1/2 = 5.3 min.

This model is implemented into TPClib.model and also in Carimas2. The program name
is HeartC11AcetatePerfusion.

The HeartC11AcetatePerfusion working flow is
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